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3 <110> APPLICANT: PEIRIS, JOSEPH S. M. 

4 YUEN, KWOK YUNG 
5- POON, LIT MAN 

6 GUAN, YI 

7 CHAN, KWOK HUNG 

8 NICHOLLS, JOHN 

i 10 <120> TITLE OF INVENTION: NOVEL HUMAN VIRUS CAUSING SEVERE ACUTE RESPIRATORY SYNDROME 

11 (SARS) AND USES THEREOF 

13 <130> FILE REFERENCE: V9661.0069 

15 <140> CURRENT APPLICATION NUMBER: 10/808 # 121A 

16 <141> CURRENT FILING DATE: 2004-03-24 

18 <150> PRIOR APPLICATION NUMBER: 60/457,031 

19 <151> PRIOR FILING DATE: 2003-03-24 

21 <150> PRIOR APPLICATION NUMBER: 60/457,730 

22 <151> PRIOR FILING DATE: 2003-03-26 

24 <150> PRIOR APPLICATION NUMBER: 60/459,931 

25 <151> PRIOR FILING DATE: 2003-04-02 

27 <150> PRIOR APPLICATION NUMBER: 60/460,357 

28 <151> PRIOR FILING DATE: 2003-04-03 

30 <150> PRIOR APPLICATION NUMBER: 60/461,265 

31 <151> PRIOR FILING DATE: 2003-04-08 

33 <150> PRIOR APPLICATION NUMBER: 60/464,886 

34 <151> PRIOR FILING DATE: 2003-04-23 
36 <160> NUMBER OF SEQ ID NOS : 2470 
38 <170> SOFTWARE: Patentln ver. 3.2 

40 <210> SEQ ID NO: 1 

41 <211> LENGTH: 646 

42 <212> TYPE: DNA 

43 <213> ORGANISM: Human severe acute respiratory syndrome virus 

45 <220> FEATURE: 

46 <221> NAME/KEY: CDS 

47 <222> LOCATION: (2)... (646) 
4 9 <400> SEQUENCE: 1 

50 a cag gac get gta get tea aaa ate tta gga ttg cct acg cag act gtt 49 

51 Gin Asp Ala Val Ala Ser Lys lie Leu Gly Leu Pro Thr Gin Thr Val 

52 1 5 10 15 

54 gat tea tea cag ggt tct gaa tat gac tat gtc ata ttc aca caa act 97 

55 Asp Ser Ser Gin Gly Ser Glu Tyr Asp Tyr Val lie Phe Thr Gin Thr 

56 20 25 30 

58 act gaa aca gca cac tct tgt aat gtc aac cgc ttc aat gtg get ate 145 

59 Thr Glu Thr Ala His Ser Cys Asn Val Asn Arg Phe Asn Val Ala He 

60 35 40 45 

62 aca agg gca aaa att ggc att ttg tgc ata atg tct gat aga gat ctt 193 
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<210> SEQ ID NO 
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<211> LENGTH: 215 
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virus 
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Gly 
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153 210 215 

156 <210> SEQ ID NO: 3 

157 <211> LENGTH: 17 

158 <212> TYPE : DNA 

159 <213> ORGANISM: Artificial Sequence 

161 <220> FEATURE: 

162 <223> OTHER INFORMATION: primer sequence for RT-PCT based on partial 

163 nucleotide sequence of the gemome of hSARS 

165 <4 00> SEQUENCE: 3 

166 tacacacctc agcgttg 17 

168 <210> SEQ ID NO: 4 

169 <211> LENGTH: 16 

170 <212> TYPE: DNA 

171 <213> ORGANISM: Artificial Sequence. 

173 <220> FEATURE: 

174 <223> OTHER INFORMATION: primer sequence for RT-PCT based on partial 

175 nucleotide sequence of the gemome of hSARS 

177 <400> SEQUENCE: 4 

178 cacgaacgtg acgaat 16 

180 <210> SEQ ID NO: 5 

181 <211> LENGTH: 27 

182 <212> TYPE: DNA 

183 <213> ORGANISM: Artificial Sequence 

185 <220> FEATURE: 

186 <223> OTHER INFORMATION: degenerated primer in Superscript II Kit by 

187 Invitrogen 

189 <220> FEATURE: 

190 <221> NAME /KEY: misc_f eature 

191 <222> LOCATION: (21) . . (27) 

192 <223> OTHER INFORMATION: a, t, c or g 

194 <4 00> SEQUENCE: 5 

195 gccggagctc tgcagaattc nnnnnnn 27 

197 <210> SEQ ID NO: 6 

198 <211> LENGTH: 20 
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199 <212> TYPE: DNA 

200 <213> ORGANISM: Artificial Sequence 
2 02 <22 0> FEATURE: 

203 <223> OTHER INFORMATION: primer provided in AmpliTaq Gold Kit by Applied 



209 <210> SEQ ID NO: 7 

210 <211> LENGTH: 17 

211 <212> TYPE: DNA 

212 <213> ORGANISM: Artificial Sequence 

214 <22 0> FEATURE: 

215 <223> OTHER INFORMATION: First round of primer for amplifying human 

216 metapneumovirus (HMPV) 

218 <400> SEQUENCE: 7 

219 aargtsaatg catcagc 17 

221 <210> SEQ ID NO: 8 

222 <211> LENGTH: 20 

223 <212> TYPE: DNA 

224 <213> ORGANISM: Artificial Sequence 

226 <220> FEATURE: 

227 <223> OTHER INFORMATION: first round primer for amplifying human 
22 8 metapneumovirus (HMPV) 

230 <400> SEQUENCE: 8 

231 cakattytgc ttatgctttc 20 

233 <210> SEQ ID NO: 9 

234 <211> LENGTH: 20 

235 <212> TYPE: DNA 

236 <213> ORGANISM: Artificial Sequence 

238 <220> FEATURE: 

239 <223> OTHER INFORMATION: nested primer for amplifying human metapneumovirus 

240 (HMPV) 

242 <400> "SEQUENCE: 9 

243 acacctgtta caataccagc 20 

245 <210> SEQ ID NO: 10 

246 <211> LENGTH: 19 

247 <212> TYPE: DNA 

248 <213> ORGANISM: Artificial Sequence 
250 <220> FEATURE: 

2 51 <223> OTHER INFORMATION: nested primer for amplifying human metapneumovirus 
252 (HMPV) 

254 <400> SEQUENCE: 10 

255 gacttgagtc ccagctcca 19 

257 <210> SEQ ID NO: 11 

258 <2 11 > LENGTH: 1213 

259 <212> TYPE: DNA 

260 <213> ORGANISM: Human severe acute respiratory syndrome virus 

262 <220> FEATURE: 

263 <221> NAME / KEY : CDS 



204 
206 
207 



B i o syndrome s 
<400> SEQUENCE: 6 
gccggagctc tgcagaattc 



20 
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Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least' one n or Xaa. 

Seq#:5; N Pos . 21,22,23,24,25,26,27 
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